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6
8

<l110>

Raw SEQUENCE LIsTINg
PATENT APPLICATION: US/09/828,574

Input Set .
Output Set:

ALBANI,

PRAKKEN,
<120> TITLE o I
<130 FILE REF
~140> CURRENT

141>
“150>
~151>
“160>
<170>
<2 10>
<211

<212

<213 oRGANISM:
<400> SEQUENCE:

Mert Leuy
Val Ley
Gly ala

Asp
50

Arg
Ala
Asp

35
Val

Ser
Gln
115
Ile
z\la

Thr

2 z‘\Sp

Gly

Arg
1as

Leu
Pro
20

Ala
Ala
Trp
Ile
Asp
100
Ala
Ser
Val
Thr
Lys

180
Lys

Homo Sapieng

1

Pro
5

His
Arg
Val
Gly

Asp
85

Gly

Glu Ley Glu I]e

Thr va) Phe Arg

Leu Thy Arg Ala
25
Ala Ley Met Ley
40
Thr Met Gly Pro
55

Ser prg Lys val
70

Leu Lys Asp Lys

A:\chnlalo—l.STzs.txt
N:\CRF3\O2262002\I828574.

Gly

Gly

75
Lys

90
Ala Asp Asn Thr Asn Gly

105

Val Ley Ala Arg Ser Ile

120

Gly Ala Asn prg Val Gg1gy

135

Ile Alq Glu Ley

155

Glu 1]e Ala G]p Val
170

Ile Gly asnp Ile 13
185
Val 71]e Thr vaj Ly
200
Ile g1y Gly Met Ly

ﬁk:'ChCYﬂ?(hnhokﬁVsd828574hnn

e Ser
‘'S Asp

'S Phe
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RAW SEQUENCE LISTING DATE: 0X/26/2002
PATENT APPLICATION:. US/09/828,574 TIME: 11:09:41

Input Set : A:\UCSD1310-1.ST25.txt
Jutput Set: N:\CRF3\02262002\I1828574.raw

80 210 215 220

#3 Ser Pro Tyr Phe Ile Asn Thr Ser Lys Gly Gln Lys Cys Glu Phe Gln
#1 225 230 235 240
87 Asp Ala Tyr Val Leu Leu Ser Glu Lys Lys Ile Ser Ser Ile Gln Ser
83 245 250 255

1 Ile Val Pro Ala Leu Glu Tle Ala Asn Ala His Arg Lys Pro Leu Val
92 269 265 279

95 Ile Ile Ala Glu Asp Val Asp Gly Glu Ala Leu Ser Thr Leu Val Leu
eI 275 280 285

94 Asn Arg Leu Lys Val Gly Leu Gln val val Ala Val Lys Ala Pro Gly
100 290 295 300

103 Phe $Sly Asp Asn Arg Lys Asn Gln Leu Lys Asp Met Ala Ile Ala Thr
101 305 310 315 320
107 Gly «<ly Ala val Phe Gly Glu Glu Sly Leu Thr Leu Asn Leu Glu Asp
103 325 330 335

111 val 31ln Pro His Asp Leu Gly Lys val Gly Glu val Ile val Thr Lys
112 340 345 350

115 Asp Asp Ala Met Leu Leu Lys Gly Lys Gly Asp Lys Ala Gln Ile Glu
116 355 360 365

119 Lys Arg Ile Gln Glu Ile Ile Glu Gln Leu Asp Val Thr Thr Ser Slu
1.0 370 375 380

1.3 I'yr lu Lys 3lu Lys Leu Asn 5lu Arg Leu Ala Lys Leu Ser Asp Sly
1.4 385 390 395 100
1.7 val Ala val Leu Lys vVal Gly Sly Thr Ser Asp val Glu vVal Asn Glu
1.3 405 410 415

131 Lys Lys Asp Arg Val Thr Asp Ala Leu Asn Ala Thr Arg Ala Ala Val
132 420 425 430

13% S5lu ¢Glu Sly Ile vVal Leu Gly ly Gly Cys Ala Leu Leu Arg Cys Ile
136 435 440 445

139 Pro Ala Leu Asp Ser Leu Thr Pro Ala Asn Glu Asp Gln Lys Ile ly
14n 150 4155 460

143 Ile ¢lu Ile Ile Lys Arg Thr Leu Lys Ile Pro Ala Met Thr Ile Ala
144 165 170 475 180
147 Lvs Asn Ala Gly Val Glu Gly Ser Leu Ile Val Glu Lys Ile Met Gln
148 485 490 4385

1591 Ser Ser Ser ¢lu Val Gly Tyr Asp Ala Met Ala Gly Asp Phe val Asn
152 500 505 510

5% Met val Glu Lys Gly Ile Ile Asp Pro T'hr Lys val val Arg Thr Ala
156 515 520 525

159 Leu leu Asp Ala Ala Gly Val Ala Ser Leu Leu Thr Thr Ala Glu Vval
1) 530 535 540

ki Val val Thr Glu Ile Pro Lys Glu Glu Lvs Asp Pro Gly Met Gly Ala
16d 545 550 555 560
67 Met Gly Gly Met Gly Gly Gly Met Gly Gly Gly Met Phe

168 565 570

171 210 SEQ ID NO: 2

17¢ <211 LENGTH: 15
173 <212 TYPE: PRI
174 213> ORGANISM: Mycobacterium




170
173
174
182
183
151
189
187
134
I
1494
1494
145
196
lyg
200
201
204
205
2n
07
2049
211
212
215
216
217
218
220
Sl
YRR
206
27
208
JPIAL]
231
233
234
37
238
L34
A0
B
24
235

RAW SEQUENCE LISTING

PATENT APPLICATION:

Input Set

2400 - SEQUENCE: 2
3ly vlu Ala Leu Ser Thr Leu Val
1 5
<210 SEQ ID NO: 3
JlLl+ LENGTH: 15
~2Ll2 - TYPE: PRT
<213~ ORGANISM: Homo sapiens
<100 SEQUENCE: 3
sly Glu Ala Leu Ser Thr Leu Val
1 5
s21lo- SEQ ID NO: 4
<21Ll» LENGTH: 15
212+ TYPE: PRT
<213+ ORGANISM: Mycobacterium
<100~ SEQUENCE: 4
Pro Tyr Ile Leu Leu Val Ser Ser
1 5
<210 SEQ ID NO: 5
<211~ LENGTH: 15
<212~ TYPE: PRT
<213+ ORGANISM: Homo sapiens
~100 - SEQUENCE: 5
Ala Tyr Val Leu Leu Ser Glu Lys
1 5
~210 SEQ ID NO: 6
<211 LENGTH: 15
21l TYPE: PRT
213~ ORSANISM: Mycobacterium
<400~ SEQUENCE: 6
;lu Ala val Leu Glu Asp Pro Tyr
1 5
<2100~ SEQ ID NO: 7
-211~ LENGTH: 15
L1l TYPE: PRT
<213 ORGANISM: Homo sapiens
400 SEQUENCE: 7
Lys Cys 31lu Phe Gln Asp Ala Tyr
1 5
210 8SFQ ID NO: 8
-.211 LENGTH 15
212 TYPE: PRT
2213 ORGANISM: Mvycobacterium
- 400~ SEQUENCE: 8
Ile Ala Gly Leu Phe lL.eu Thr Thr

1 5

<210 SE¢ ID NO: 9

211 LENGTH. 15

W12 TYPE: PRT

- 213> ORGANISM: Homo sapiens

US/09/828,574

Val Asn Lys

Leu

Lys

Lys

Ile

Val

Glu

10

Asn
10

val
10

Ile
10

Leu
10

Leu
10

Ala

Arg

Ser

Ser

Leu

Leu

val

A:\UCSD1310-1.ST25.txt
Dutput Set: N:\CRF3\02262002\I828574.raw

Ile

Leu

Thr

Ser

val

val

Arg

Lys

Val

Ile

Ser

Glu

Ala

DATE:
TIME:

Gly

vVal

Lys

Ser

Asp

Thr
15

Gly

Asp
15

Ser
15

—_—
S I
wn

02/26/2002
11:09:41
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RAW SEQUENCE LISTING

PATENT APPLICATION:

DATE: 02/26/2002

US/09/828,574 TIME: 11:09:41

Input Set : A:\UCSDL$10-1.ST25.txt
Output Set: N:\CRF3\02262002\1828574.raw

<300 SEQUENCE: 9

val Ala Ser Leu Leu Thr Thr ala Gl

1 5

<-10> SEQ ID NO: 10
LENGTH: 15
[ype: PRT

~ ORGANISM: artificial sequence

FEATURE:

u val val val Thr Glu Ile

10 15

THER INFORMATION: dnaJPl peptide

.lun> SEQUENCE: 10

Lys Arg Ala Ala Tyr Asp Gln Tyr Gly His

5
L rlu> SEQ ID NO: 11
11> LENGTH: 15
.212> TYPE: PRT

. 213> ORGANISM: Artificial sequence

.20~ FEATURE:

10

<123> OTHER INFORMATION: Irrelevant dnaJpV peptide

_100> SEQUENCE: 11

Asp Glu AT9g Ala Ala Tyr Asp Gln Tyr Gly His Ala Ala Phe

1 il
210> SEQ ID NO: 12
<211~ LENGTH: 11

. 21u» TYPE: PRT

213> ORGANISM: Artificial seguence

.220~ FEATURE:

10

. 223> OTHER INFORMATION: pan-DR binder peptide

220~ FEATURE:
.21~ NAME/KEY: MISC_FEATURE
‘ LOCATION: (2).-(2)
OTHER INFORMATION: Xaa 1is
SEQUENCE: 12
xaa val Ala Ala Trp Thr Leu
5
.10 - SEQ ID NO: 13
..»11~ LENGTH: 573
il TYPR: PRT
< 213> ORGANISM: Homo sapiens
J1yu> SEQUENCE: 13
Met Leu Arg Leu pro Thr val Phe
1 5
val Leu Ala Pro His Leu Thr AIrg
20
a1y Ala ASP ala Arg Ala Leu Met
35 10
Asp Ala val Ala Met Glu
50 55
lu Gln ser TIrp 51y Pro Asn

uv5

amino acid

Ala Ala
10

Page 4 of 7
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RAW SEQUENCE LISTING DATE: 02/26/2002
PATENT APPLICATION- US/09,/828,574 TIME: 11:09:41

Input Set : A:\UCSD1310-1.ST25.txt
Output Set: N:\CRF3\02262002\I828574.raw

333 Ala Lys Ser Ile Asp Leu Lys Asp Lys Iyr Lys Asn lle Gly Ala Lvs

331 85 90 95

337 Leu Val Gln Asp Val Ala Asn Asn Thr Asn G3lu Glu Ser Gly Asp Glv

3393 100 105 110

341 Thr Thr Thr Ala Thr val Leu Ala Gly Ser Ile Ala Lys S1lu 31y Phe

342 115 120 125

315 Gln Lys Ile Ser Lys Gly Ala Asn Pro val Slu Ile Arg Arg oGly Val

310 130 135 140

343 Met Leu Ala Val Asp Ala Val Ile Ala 5lu Leu Lys Lys Gln Ser Lys

350 145 150 155 160

353 Pro Val Thr Thr Pro Glu Glu Ile Ala <ln vVal Ala Met Ile Ser Ala

354 165 170 175

357 Asn Gly Asp Lys Glu Ile Gly Asn Ile Ile Ser Asp Ala Met Lys

399 180 185 190

361 val Gly Arg Lys Gly val Ile Thr val Lys Asp Gly Lys Thr Leu Asn

36. 195 200 205

3% Asp slu Leu Glu Ile [le Glu Gly Met Lys Phe Asp Arg Gly Tyr Ile

KN 210 215 220

K Pro Tyr Phe Iie Asn Thr Ser Lys Sly &ln Lys Cys Glu Phe Gln
230 235 240

Ala Tyr Val Leu Leu Ser Glu Lys Lys Ile Sar Ser Val Sln Ser

245 250 255
Ile val Pro Ala Leu Glu Ile Ala Asn Ala His His Lys Pro Leu Val
260 265 270

Ile Ile Ala Glu Asp Val Asp Gly Glu Ala Leu Ser Thr Leu Ile Leu

275 280 285

Leu Lys vVal Gly Leu Gln val val Ala val Lys Ala Pro Gly
295 300

Phe 31v Asp Asn Arg Lys Asn Gln Leu Lys Asp Met Ala Ile Ala Thr

305 310 315 320

Gly ily Ala val Phe Gly 5lu Glu Gly Leu Thr Leu Asn Leu Glu Asp
325 330 335

Val ¢1n Pro His Asp Leu Gly Lys Val Gly Glu val Ile val Thr Lvs

30y 340 345 350

401 Asp Asp Ala Met Lru Leu Lys Gly Lys Gly Asp Lys Ala Gln Leu Glu

402 355 360 365

405 Lys Arg Ile Gln Glu Ile Ile Gly Gln Leu Asp vVal Thr Thr Ser Glu

401 370 375 330

40 Tyr ¢lu Lys Glu Lvs Leu Asn Glu Trp Leu Ala Lys Leu Ser Asp Gly

410 385 390 395 100

113 Val val val Leu L+vs Phe Gly Gly Thr Ser Asp val Glu val Asn Glu

114 405 410 415

117 Lys Lys Asp Arg Val Thr Asp Ala Leu Asn Ala Thr Arg Ala Ala Vval

118 120 125 430

1
=
7]

el

1

rD W2
®

f

(ad
~J
)
o=
w o
T v R

[

[FURRE

R
At = X

N
>

ASn

u
N
Lz
= 4

e

XN X G X S o~

Lo Lo

=L L

- o =
[V o
—
el

a
N|

101 Glu Gly Gly Ile val Leu Gly Gly Gly Phe Ala Leu Leu Arg Cys lle
ol 135 440 145

1.5 Pro ala Leu Asp Ser Leu Thr Pro Ala Asn Glu Asp Gln Lys Ile Gly
) 150 455 10

129 Met Glu Ile val Lys Arg Thr Leu Lys I[le Pro Ala Met Thr Thr Ala




L:302 M:341 W:

(46)

VERIFICATION SUMMARY DATE: 02/26/2002

PATENT APPLICATION: US/09/828,574 TIME: 11:09:42

Input Set : A:\UCSD1310-1.ST25.txt
Output Set: N:\CRF3\02262002\I828574.raw

"n" or "Xaa" used, for SEQ ID#:12
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